. INTRODUCTION
The male reproductive tract is composed of the testis and the excurrent duct. Spermatozoa produced from the testis become mature and acquire fertilizing capacity throughout traveling the excurrent duct, the efferent ductules (EDs) and the epididymis. The EDs are tubular structure that has a lumen inside surrounded by a single layer of epithelia (Lee et al, 2000) . The
EDs have a number of functions, including secretion of ions and protein, absorption of testi-cular protein, and reabsorption of the testicular fluid to efficiently increase concentration of luminal sperm (Ilio and Hess, 1994) . In male reproductive tract, sperm maturation and storage occur in the epididymis. Depending upon morphological and functional differences, the epididymis is divided into 3 segments, caput (head), corpus (body), and cauda (tail) (Cosentino and Cockett, 1986) . were anesthetized by CO2 stunning. Male reproductive tracts were isolated, and the efferent ductules (EDs) and the epididymis were separated from the testis. The EDs were rapidly trimmed away from epididymal fat, and the epididymis was further dissected into 3 parts, caput (head), corpus (body), and cauda (tail). Tissues were washed with ice-cold PBS buffer before being frozen in liquid nitrogen. Because of the size of the EDs, the EDs isolated from an age group were pooled to get enough amount of total RNA for reverse transcription (RT) reaction and real-time polymerase chain reaction (PCR).
Total RNA isolation and Reverse transcription reaction
Total RNAs were isolated from the tissues by 
Real-time PCR analysis
The 
Data presentation and statistical analysis
We repeated the RT reaction and real-time PCR for each age group at least three times to obtain a mean and a standard deviation.
Expression level of Cyp19 mRNA examined in the present study was normalized with its of GAPDH. The ratios of mRNA expression levels of Cyp19 were expressed relative to 7 days of age for the EDs and 14 days of age for the epididymis as arbitrary unit. Mean differences among different age groups within the EDs and parts of the epididymis were compared using one-way ANOVA, followed by Tukey's test. In all cases, results were considered significant if P < 0.05.
. RESULTS days of age (Fig. 1) . However, the level of Cyp19 mRNA was drastically decreased at 30 days of age, followed by no expression of Cyp19 transcript at 90 days of age (Fig. 1) . was first detected at 14 days of age after the birth, regardless of segments of the epididymis (Fig. 2, 3 , and 4). In the caput epididymis, compared with the level of Cyp19 transcript at 14 days of age, a significant increase of Cyp19 mRNA level was found at 30 days of age (Fig.   2 ). However, no significant change of Cyp19 transcript level was detected at 90 days of age, compared with that at 14 days of age (Fig. 2) .
Expression of

Expression patterns of
Expression patterns of Cyp19 mRNA in the corpus and caudal epididymis were different with that in the caput epididymis ( Fig. 3 and 4) . The lowest expression of Cyp19 mRNA in the corpus epididymis was found at 30 days of age (Fig. 3) .
However, the level of Cyp19 transcript was significantly increased at 90 days of age (Fig. 3 ).
In the caudal epididymis, a surge of Cyp19 mRNA expression was observed at 30 days of age (Fig. 4) . The level of Cyp19 transcript at 90 days of age was significantly lowered than that at 30 days of age, but still significantly higher than that at 14 days of age ( 
However, it is presumed that expression of
Cyp19 mRNA in the excurrent duct is closely related with functional regulation of the EDs and epididymis, so thus sustaining male fertility after the puberty.
In conclusion, to our knowledge, this is the first study to reveal a differential expression of Cyp19 mRNA in the rat EDs and the epididymis in age-dependent and segment-specific manners.
Also, the data from the present study provides a . ACKNOWLEDGEMENT 
